ABSTRACT Pepper mild mottle virus (PMMoV) was first reported as a latent strain in the United States and then later reported in other countries around the world. Here, we report the first complete genome sequence of a PMMoV isolate (BL14) that was collected from chili pepper during the 2014 growing season in Oklahoma.
The complete genome sequence of PMMoV isolate BL14 is 6,353 nucleotides long. Nucleotide BLAST searches showed that isolate BL14 shared 94% to 99% nucleotide sequence identity with available PMMoV complete genomes in the GenBank database. Maximum nucleotide (99%) and amino acid sequence similarities were observed with a Spanish-S isolate (GenBank accession no. M81413).
Accession number(s).
The complete genome sequence of PMMoV isolate BL14 was deposited in GenBank under the accession no. MH063882.
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